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Amendments to and Listing of the Claims: 

Please amend claims 23 and 26, without prejudice, as set forth in the following lining of 
the claims: 

' 1 . to 22? (Canceled) 

23. (Currently Amended) An isolated gene comprising a DNA hai-ing a nuokotidc 
sequence encoding t hat encodes a polypeptide having an amino acid sequence selected from 
the group consisting of: 

(a) SEQ ID NO: 1; 

(b) an amino acid sequence a polypeptide h aving a sequence homology of 95% or 
more wife-sequence homology to_SEQ ID NO: 1, th e soquoncc andhaving at least a»Ae_ability 
to reduce 2,2,2-trifluoroacetophenojie to 2,2,2-trifluoro-l-phenylethanol; 

( c ) a « amin o acid sequence a polypeptide e ncoder! by a-DNA feavmg-of SEQ ID 

NO: 2; 

(d) an - amino acid sequence a polypeptide e ncoded by a-DNA having a nuol ecritde 
sequcinoc having a homology of 95% or more wi th s e quence h omology to SEP ID NO: 2, 
wherein tho amino acid soquonoo has a nd having a t least aft^ieabiuty to reduce 2,2,2- 
trifluoroacetophenone to 2,2,2-trifluoro-l-phenylethanol; 

(e) an amino acid sequonco a polypeptide e ncoded by a-DNA that hybridizes 
under stringent conditions with o - nuclcotido sequonco t hejeompiementary sequence to SEQ ID 
NO: 2, the stringent conditions comprising conducting the hybridization in a solution containiog 
50% formamide under a high ion concentration of 6 x SSC at 65°C, and then washing under a 
low ion concentration of 0.1 x SSC at 65°C, wherein the amino ooid sequonco polypeptide has at 
least ae-theability to reduce 2,2,2-trifluoroacetophenone to 2,2,2-trifluoro-l-phenyletbanol; 

(f) an amino acid sequonco a polypeptide ha ving tH s e quenoo homology o £ 9 0% or 
more sequence homology with SEQ ID NO: 1 , wherein the sequonco is a sequence of ap igte iu 
obtained from a microorganism bolonging to the gonus Lcifsonia, having polypeptide has » t least 
aa4he_ability to reduce 2,2,2-trifluoroacetophenone to 2,2,2-trifluoro-l~phenvlethano l and 
wherein the polypeptide is obtained from a micr oorganism belonging to ihc genus Leifsn^ n- a, id 

(g) on amino aoid sequencc-a polypeptide h aving a ooquonco homology of 9 0% or 
more sequence homology with SEQ ID NO: 1, wherein the ooquonco 13 a s e quonco of aprol ek 
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i ed fromloifsomu sp. S 749, having polypeptide ha^ at least te-the_ability to reduce 2,2,2- 
trifiuoroacetophenone to 2,2,2-trifluoro- 1 -phenylethano l and wherein th» p eptide is rJ»L* 
ftom Leifsonia sp. S-749. ~ 

24. (Previously Presented) The isolated gene according to claim 23 furtheT 
comprising a linked promoter. 

25. (Previously Presented) A recombinant vector comprising the gene according to 
claim 23. 

26. (Currently Amended) A transformant obtained by introducing into an isolated 
host cell the gene according to claim 24 or a recombinant vector that comprises a gene 
comprising a DNA encoding m nmin n nci d seq uenc e a polypep tide fi^ the group 
consisting of: 

(a) SEQ ID NO: I; 

(b) fm nmino acid seque n ee a polypeptide having a gnqnnnco homolo B y of 95% or 
more sequence homolo g y w ith SEQ ID NO: 1. wherein me se^^p^^g^^ 
^ability to reduce 2,2,2-trifluoroacetophenone to 2,2,2-trifluoro-l-phcnylethanol; 

(c) aft nmino ac jd seqwenee a polypeptide e ncnrf^H by a-DNA hawnfrof SEO ID 

NO: 2; 

W nmino acid a cq u n mi e -a polypeptide e ncoded by a-DNA having ft-nueleetrtie 
.p qi innrnt lhomol u ^ urg O^ lgi^or more sequence hnmn^v ^ a^}NAHh«v4ngSEQ ID 
N0: 2 ' " " d ft ° ° °q"°ncc i i nn i min o n o id se qwgee of a p iut uu having wherein the p olypi. 
haj_at least aiHheability to reduce 2,2,2-trifluoroacetophenone to 2,2,2-irifluoro-l- 
phenylethanol; 

< c > m 0 jDhl ° aoid J Q MuwrtMKi polvnentide e n«v<^ by a-DNA that hybridizes 
under stringent conditions with a-the complementary nucleotide sequence thnt « eomplomcutaiy 
*K>f SEQ ID NO: 2, the stringent conditions comprising conducting the hybridization in a 
solution containing 50% formamide under a high ion concentration of 6 x SSC at 65°C, and then 
washing under a low ion concentration of 0.1 x SSC at 65°C, wherein the amino acid sequence 
has at least stability to reduce 2,2,2-trifluoroacetophenone to 2,2,2-nifluoro-l- 
phenylethanol; 
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(f) an amino acid sogucB€ * »„a polypeptide having a sequence homology of 90% or 
more with SEQ ID NO: 1, wherein the sequenc e is a sequ e noo of q protsi & ^olypeptide is 
obtained from a microorganism belonging to the genus Leifsonia, fernae -and has a t least «whe 
ability to reduce 2,2,2-triiluoroacetophenone to ?,2^trifluoro-l-phenylemanol; and 

(8) nn n min o ncid sequence a pplypepti d e c aying a sequence homology of 90% or 
more with SEQ ID NO: 1, and fee coqucnoo is a sequence of a protein obtained from Lci/ i maa 
* pr$ 71P, and havum-wherein the noIvp ppH^ h nq j east aa^heabjnty to reduce 2>2} 2- 
trifluoroacetophenone to 2,2,2-trifluoro-l-phenvlethano l and wherein th» p ol ypeptide i 5 or^ H 
from Leifsonia su. S-749. 

27. (Previously Presented) The transfonnant according to claim 26, wherein the host 
cell is a microorganism. 

28. (Previously Presented) The transformant according to claim 26, wherein the bost 
cell is E. coli. 

29. (Previously Presented) A transformant obtained by introducing the gene 
according to claim 23 into an isolated host cell. 

30. (Previously Presented) A method for producing a transformant, wherein the 
method comprises introducing the recombinant vector according to claim 25 into a host cell. 

31. to 44. (Canceled) 
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